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Degrees and Training

 * B.A. (Computer Science) 2003, University of Wisconsin-Madison

Professional Interests

 * Web application development

Description

Primarily, I am responsible for the ongoing development of ASAP, a PHP web application for community genome annotation. 
ASAP is currently running on a MySQL database at the Genome Evolution Laboratory  and running on an Oracle database at the 
Enteropathogen Resource Integration Center.

I am also an administrator for the GEL web site.

A small selection of software development tidbits may be found on my blog. 
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